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The different services offered are: 
 
Sequencing 
 
 • we offer full service facilities for sequencing reactions, purification and analysis. 
 
 • samples from cloned DNA and PCR fragments. 
 

• the sequencing reaction is usually carried out with the BigDye®Terminator technology.  We use  
dGTP BigDye®Terminator technology for difficult samples. 

 
 
 

Running 
 
 • we also offer running samples sequenced and purified by the customer (sequence reaction not 
included). 
 
 • the service can purify the samples previously sequenced by the customer" 
 
 • the samples must be sequenced using the BigDye®Terminator technology. 
 
 
 
Genotyping   
 
 • we can apply the most common technologies as microsatellites, SNaPshot, SNP’s, SNPlex, 
AFLP’s. 
 
 • the fluorophores that can be detected are: dR110, dR6G, dTAMRA, dROX, 6FAM, VIC, NED, 
PET, HEX, LIZ. 
 
 • the service customizes the experimental procedures as requested. 
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Sample Preparation 
 
DNA 
 
The DNA samples must fulfil the following requirements: 
 
 • minimum volume (MilliQ water) 10 µl. 
 
 • concentrations to sequence depend on the type of sample. 
 
 

Types Sample Concentration 
Plasmids 100 - 200 ng/µl 
PCR fragments   

< 500 pb 10 ng/µl 
500 - 1000 pb 20 ng/µl 

1000 -1500 pb 30 ng/µl 
1500 - 2000 pb 40 ng/µl 

> 2000 pb 50 ng/µl 

 
Primer 
 
The following universal primers are free provided by the service: 
 

Name primer Sequence 
Universal (M13 
forward) -20 5'-GTA AAA CGA CGG CCA GT-3' 
Reverse    5'-AAC AGC TAT GAC CAT G-3' 
T7 5'-AAT ACG ACT CAC TAT AG-3' 
T7 Term 5'- GCT AGT TAT TGC TCA GCG G -3' 
T3 5'-ATT AAC CCT CAC TAA AG-3' 
SK 5'-TCT AGA ACT AGT GGA TC-3' 
KS 5'-CGA GGT CGA CGG TAT CG-3' 

GUS 
5'-GTC GAG TTT TTT GAT TTG ACG GG-
3' 

SP6 5'-GAT TTA GGT GAC ACT ATA G-3' 
Pet28 5'-GGA GAT ATA CCA TGG GCA GC-3' 
Pet28 reverse 5'-GCT TTG TTA GCA GCC GGA TCT C-3' 
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pGex 3' 
5'-CCG GGA GCT GCA TGT GTC AGA 
GG-3' 

pGex 5' 
5'-GGG CTG GCA AGC CAC GTT TGG 
TG-3' 

DK1 5'-CGA TGA TGA AGA TAC CCC AC-3' 
pGad reverse 5'-GCA CAG TTG AAG TGA ACT TGC-3' 
35S 5'- CGT AAA GAC TGG CGA AC -3' 
2x 35S 5'-CTT CGC AAG ACC CTT CC-3' 
BGH-reverse 5'- TAG AAG GCA CAG TCG AGG -3' 

GFP reverse 
5'- GTA GTG ACA AGT GTT GGC CAC 
GG -3' 

1201 
5'- AAC AGC TAT GAC CAT GAT TAC G -
3' 

1221 5'- CGA CGG CCA GTG CCA AGC TT -3' 
 
 
Other specific primers can also be used. In this case the should be diluted in 50 µl MilliQ water and 
concentration of 10 µM. Recommendations: 
 
 • length: 16 – 22 nt. 
 
 • concentration: 80 – 100 ng/µl o 10 µM. 
 
 • %GC: 40 – 50% 
 
If would be desirable to advise when the sequencing of a sample is expected to be troublesome. 
 
It is helpful to contact us before submitting samples for first time. 
 
If the user sends samples previously sequenced, please contact prior to the service. 
 
The sample collection time is from 8:00 am until 15:00 pm. 
 
The results are delivered in 2-3 working days through standard e-mail. 

 

 
 


